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il An abbreviated version of this protocol was published in Science in Oct 2020 
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Detailed protocol 


Flow-sorted RNA samples were sent for library preparation and sequencing. Briefly, ribosomal RNA was depleted, and total RNA was captured from the RNA 
samples using Illumina TruSeq Stranded RNA LT kit Ribo-Zero Gold (#15032619, Illumina). Around 8 to 10 libraries were pooled and sequenced for paired- 
end 75 cycles using the NextSeq 500 system with ~400 million to 500 million reads per run, resulting in between ~45 million and 55 million reads per library. 
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